Monmouth
Medical Center

RWJUBarnabas

HEALTH

Secondary Infections and Coinfections in Coronavirus Disease 2019 (COVID-19

Department of Medicine, Intensive Care Unit, Long Branch , NJ

I BACKGROUND

B ResuLts

B conciusions

¢ \ ¢
< While a common phenomenon in other . Only one patient was positive for coinfection with the parainfluenza virus. > Our data revealed that the rate of viral
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coinfection/superinfections in Coronavirus . Thirteen patients (10.1%) had secondary bacterial or fungal infections that developed during coinfection was 0% at admission.
Disease 2019 (COVID-19) is limited and their respective hospital stays, 12 of them were critically ill (Image 1,2). » Study timing can play a role as upper
emerging (1). 1 The mean duration from admission to the onset of secondary infection was 13 days. respiratory virus infection rate is low. in
** Superinfections may contribute to the | the population during March and April.
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