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A. BACKGROUND

> At the time of this writing SARS-CoV-2 has caused more than 1 million deaths
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> Even though the increasing Ct values might reflect the natural course of viral
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Statistical analysis: i .
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Figure 1. Trend of A. SOFA scores and B. The
respective trend of the Ct values of Cepheid
Xpert® Xpress SARS-CoV-2 assay among the
18 patients who had at least 3 positive
screenings.
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