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Introduction Methods Results Table. Unit- and room-level factors associated with drain contamination.
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Conclusion: 4% of drains were CPE-contaminated. Drain CPE unrelated to patient exposure suggests contamination

by undetected colonized patients or retrograde transmission. Drain types had different contamination risks.

® 4/49 (8%) patient room drain CPE isolates could be linked by
sequencing to a prior room occupant. Drain/room occupant linked pairs:
¢ Citrobacter freundii ST18 isolates separated by 8 SNVs

Figure. The distribution of CPE gene/species combinations of CPE in drains (n=55) (A) and room occupants (n=62) (B).
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