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BACKGROUND RESULTS
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» Self-collected NS and SA samples were tested using Negative SA 36 (13.2%) 429 (69.2%) 5 ¢ b | - | |
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Mean CT values (SA and NS CT values)

* We computed the agreement in detections between
sample types using the McNemar test. LIMITATIONS CONCLUSION

 Among positive paired samples, we compared
median RT-PCR cycle threshold (CT) values between * These Initial concordance assessments did not take into » Self-collection of saliva samples provides a simple, non-
sample types for 2 targets (SARS-CoV-2-N1 and N2) account variations in volume of specimens collected invasive, and practical alternative strategy for identification
using a Wilcoxon signed rank test. » Unsupervised self-collection of specimens may allow of SARS-CoV-2 infections.

» Bland-Altman plots were used to visually inspect misclassification of individual’'s specimens, which may have
agreement between NS and SA CT values. contributed to lower agreement.
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