SARS-CoV-2 Viral DynamicsFAor Symptomatic People Living with HIV Requiring Hospitalization For COVID-19
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Reverse transcription PCR—based SARS-CoV-2 RNA detection from respiratory samples (e.g., nasopharynx [NP] is the standard for COVID-19 diagnosis);
Viral dynamics from clinical samples among PWH has not been studied
We had 48 PWH diagnosed with COVID-19 and 19 were hospitalized from March-July 2020

Table 1: Test results and Ct measurements
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*Patients confirmed to have COVID-19 at the time of admission by RT-]
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A total of 62 NP samples were collected; 1-11 sequential NP samples were obtained per

patient; 7 different platforms were used by the hospital clinical laboratory

We observed the ribonucleic acid (RNA) viral load (VL) measured in NP samples by cycle threshold

/

(Ct) values as a measure of nucleic acid concentration or viral detection over time; See Table 1
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Table 2. Demographics for hospitalized PWH patients (n=19)
Median age (IQR) 58 (53-64)
Age>50yrs (%) 16 (84.2)
Women (%) 10 (52.6)
African Americans (%) 12 (63.2)

Years living with HIV (IQR) 15 (9.3-21.8)
Mean duration of symptoms (SX)

in days (range) 5.9 (2-14)
History of AIDS diagnosis (%) 10 (52.6)

On ART (%) 18 (94.7)

CD4 count, median, (IQR)

827.9 (567.6-904.1)

Proportion VL<200 copies (%) 18 (94.7)
Proportion requiring higher level
of care, ICU or vent (%) 4 (21)

Limitations: nonuniform PCR platform makes
comparisons difficult; retrospective approach with
no set protocol for testing and limited sampling
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Abbrev: T#(n) — test#f; ND=not detected; DET=detected; NEG=negative; SX(d)=duration of symptoms; LoD=Limit of detection; Results reported per manufacturer’s procedure; All EUA testing
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