In Vitro Activity of Sulbactam-Durlobactam (ETX2514) Against Recent Global Clinical
Acinetobacter baumannii-calcoaceticus Complex Isolates

S. McLeod!, S. Moussat!, M. Hackel?, and A. Millert
lEntasis Therapeutics, Waltham, MA and 2IHMA, International Heath Management Associates, Schaumburg, IL, USA

1254

Entasis Therapeutics
35 Gatehouse Dr.
Waltham, MA 02151
1-781-810-0121
alita.miller@entasistx.com

LACNTASIS

THERAPEUTICS

Abstract

Activity of Sulbactam-Durlobactam by Demographic Sub-types

Geographical Region .

2018 Sulbactam-Durlobactam Global Surveillance Study Design
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Background: Acinetobacter baumannii-calcoaceticus complex (ABC) causes 929 Acinetobacter baumannii-calcoaceticus complex (ABC) isolates
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Results: In surveillance of 929 global isolates from 2018, the SUL-DUR MICy, was § = 80 L - - : : - -
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Fifty percent of the isolates were non-susceptible to carbapenems. Only 7 isolates % 200 L 50
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Conclusions: SUL-DUR demonstrated potent antibacterial activity against recent, 0 — I I O 10 SUL-DUR
geographically diverse clinical isolates of ABC, including MDR isolates. These data 0 - - B 0 == Romania A. pittii ADC-71; OXA-533-like; TEM-1; NDM-1; AdeH [L155%] 32 >64 >64 >4 0.5 0.5 0.5
support the potential utility of SUL-DUR for the treatment of antibiotic-resistant 012 0.25 05 1 2 4 8 16 32 =64 0.125 0.25 0.5 1 - 4 8 16 32 64 Romania A. pittii ADC-71: OXA-533-like: TEM-1: NDM-1; AdeH [L155*] 16 >64 >64 >4 1 1 1
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(SUL) is an approved BLI with antibacterial activity against Acinetobacter spp. due Cefepime 48 NA
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*Based on 2020 CLSI breakpoint criteria®. Colistin CLSI %S is based on %lIntermediate NA = not available. MIC,,s are highlighted with blue squares. 1Top concentration tested.
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