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Conclusion : With the onset of the respiratory ailments season, and relaxation of shelter-in-place directives, an elevation in the detection rates
of respiratory viruses by the RP2 has been observed in the BioFire Syndromic Trends (https://syndromictrends.com/). The results of this study
indicate a strong potential for the RP2.1 to serve as a sensitive comprehensive syndromic option to aid in the diagnosis of COVID-19 as well as
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